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Species Gene Symbol Gene ID GenBank Accession Transcript
Human HUSI1 3364 BC007013 NM_004507
About the gene

Official Symbol HUSI

Previous Symbol -

Official Full Name | HUSI1 checkpoint clamp component

Synonyms -

Location 7pl12.3
Gene Type protein-coding gene
Uniprot ID 060921

Pathway/Library others

The protein encoded by this gene is a component of an evolutionarily conserved, genotoxin-activated
checkpoint complex that is involved in the cell cycle arrest in response to DNA damage. This protein
forms a heterotrimeric complex with checkpoint proteins RAD9 and RADI. In response to DNA damage,
Gene Summary the trimeric complex interacts with another protein complex consisting of checkpoint protein RAD17 and
four small subunits of the replication factor C (RFC), which loads the combined complex onto the
chromatin. The DNA damage induced chromatin binding has been shown to depend on the activation of
the checkpoint kinase ATM, and is thought to be an early checkpoint signaling event.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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